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2. Supplementary Figures 



 

Figure S1. Majority rule consensus of Bayesian Inference analysis. Number indicates 

posterior probabilities. 

 

Figure S2. Bremer supports for the MPT from the maximum parsimony analyses (from  

B r e m e r  s u p p o r t s  ( f r o m  6 7 5  t r e e s ,  c u t  0 )
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675 trees, cut = 0). 

 

Figure S3. Standard bootstrap support for the MPT from the maximum parsimony analyses 

(1000 replicates, cut = 50). 
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Figure S4. Jacknife support for the MPT from the maximum parsimony analyses (1000 

replicates, cut = 50). 

 

Figure S5. Ancestral character state reconstruction for the CaIS, based on the MPT. a) 

Presence of intercentra, white circles indicates present, black absent, and striped is 

unknown. b) Presence of haemapophyses, white circles indicate absent, black present, and  

striped is unknown. 



 

Figure S6. Ancestral character state reconstruction for the CeIS, based on the MPT. 

Presence of unfused intercentra in precloacal vertebrae posterior to the axis, white circles 

indicates present, black absent, and striped is unknown. 

 

3. Supplementary Data 

Data matrix of Caldwell et al.
1
 with the addition of a new character - Character 238: 

Unfused intercentra in precloacal vertebrae posterior to the axis: present (0); absent (1) - 

and with character-state scorings corrections for Dinilysia and the holotype of Najash: 

 

xread 

238 28 

Anguimorph_root  

00001[0 1]0001?00[0 3]0?0000010000000[0 1]0000010000?00010000-

000000000?00000000100010100000?100?0000?0000000-000000000000000001000[0 1][0 

1]0000000?00[0 1]0000000000000000[0 1]0000?0000000000000000000000000000[0 

1]0000000[0 1]0-0000000000000000100000-00000000000000000[0 1]000[0 1] 



Najash_Holotype 

11??1?????????????????????????????????????????????????????????????????????????????????

??????????????????????0??????101011?100011100001?1?000110???????????1???????????????

????????????????????????????????????10???0??20????1?????????01111100 

Scolecophidia  

11[1 2]1101110?1010??000??00???0000211[0 1]??000?11?11?[0 1]1?000[0 1]0[0 1]020---1[0 

1]0?01000000111112100100000?0?02000010111[0 1]010000000110001120[0 1][0 1]10[0 1]01[1 

2]11011111[0 1]11101??1110[0 1]0[0 1][0 1]10001100000111101010?0011112111000011--1[0 

1]0--1-10000111?0[0 1]0102[0 2]000121110[0 2]10[0 1]111001001 

Dinilysia 

112?111??1?100??????0?0102100000100100100100110100000000?01?00000000000010001101

010110000001[0 1]100000?11100120?00001010101[0 1]01000[0 

1]010?101?1???????001000000001???????000112020010011111111110100001-1100010000-

0110101010110001110011101101111110 

Sanajeh 

111??????????????????????2??????1?????0??10?01020?00?0?0??1???1??????1????????01?111

1100??0???12?10????1?12?1????1??010???1?0111???001?1???????????11?????????1????????

???01?0???????????????????????????0?1??1??0?????1???1??????????1111??1? 

Wonambi 

112?111?????0?????????0??2?????1?????010110011120011?010101?011101?0?1????????0101

111000000011121101?111?1201?0??101010?111?01111??001?1????120????11?0???1??01???0

0?11202011??11101111110100?0?????10?-00110?111011111110011???1110101111111? 

Yurlunggur 

112111101??103??0?01000001?00?1110010011010??1020001?01010100111010011?010????01

011?1?000?00111211011111?12?0????1??010111100111???001[0 

1]1???????10?011001??1??01110000112020110?11101??1110??0001?11010?000110???10??1?

1?????1?00??????1111111? 

Anilius 

11101110000100200001001011100011111?1001010?11010000001001100111110000001011110

1000100110001021000011010111012001111011110101010111101111111110111011101111100

0110100112120010011111121111110111-110001110000111111000201101??10??101111001101 

Uropeltidae  



11111[0 1][0 1]0[0 1][0 1]010[0 1]100[0 1]0100100110001111[0 1]01001010?110[1 2]00000[0 

1][0 1]00110010111000[0 1]00101111[0 1]1000100010001021[0 1][0 1]0[0 1][0 1]111011[1 

2]01200111101111010101011110111111111011101110111110[0 1]0110[0 1]001121[0 2][0 

1]01001[0 1][0 1]1112111[0 1]11[0 1]11--1101011101001111[0 1]00[0 1][0 1]20[0 1]001111[0 

1][0 1]2101111001[0 1]01 

Pachyrhachis 

112??11?1??10?????????00???00???11011??0?11??112???0101??11??????10111?111?20?1???

???????1??????????10???120110001??0101111?001?121111?11011110???????0???1????110?0

01???2??1???1?1???1?1????1-?-1011????????111?0?1???1?111?????1?01111021?1? 

Haasiophis 

112?111?1??10???????0?00???00???110110?1?11?01121?00101??11?11??11?111?011????1???

?0????11?????1?0??10???120110001010101111?10??121?11011011110???????01111???11?0?0

011??[1 2]101?0??1????1??????10?-1011????????111?0????20???111101?101111?2??10 

Eupodophis 

112?011?1??10????????????1???????1011????1???1101???1011?11????2?101???1?1????1????

????????????1????1????120110001010001111?00??0?1111111011?10???????0???1???11??????

1??????????1?1??1??????1????011????????1?1??????1???????1????0?11112??1? 

Xenopeltis 

11200110110102200101001103100011111??001011102020000101101100111111111001000111

10101000101010111000110012120120111110111101110101211010111----

1111111101111101111101111211101110?110?2111-11110-

0111111100000111101010201111211112111111001101 

Loxocemus 

1120011011010210010100110210001110001001011102020010101101100111111111001012101

1010100[0 

1]10101011101111001212012011111011110111010121101011111?20111111101111101111100

1112111011111111?211111101020101111101000111111111201101111111101111011111 

Erycinae  

1121011111011[0 1]1011011011012[0 1]10111[0 1]0[0 1]1100111[0 1][1 2]211101010[0 

1]1011111121111[0 1]10011120012011100[0 1]1011[0 1]?11[1 2]0[0 1]011[0 

1]01012112011111011110100110121101011111220111111101111110211100011[1 2]11101[0 

1]11?111?211111101[0 1]-11011012110011111110112111[0 1]121101[1 2]101110011111 

Ungaliophiidae  



11210110110110201101101[0 1]0120101111001100111?021[0 2]1000101101111112[0 

1]111010011120012010100010111011000111001?1211?1-

2111011110100110121101011111220111111101??11[0 

1]0111100011211111111111112111111011-

010110121100111111111121111121111210111100110? 

Boinae  

1121011[0 1]11011[0 1]2011011011[0 1]1211011110111[0 1]0111122121011101[1 

2]011111120111110011120012111[0 1]00[0 1]1111011120101100121211201111101111[0 

1]100110121101011111220111111101111110211101011212111111111112111111110-

1101101211001111111011211111111012101111011111 

Pythoninae  

112[0 1]011[0 1]11010020010110111121101110011100111?0212101110120111[0 

1]1021111110011120012111100[0 1]101[0 1]00112[0 

1]10110012121120111110111101001101211010111112201111111011111102111010112121111

1111111211111101021101101211001111111011211111111111101111111111 

Tropidophiidae 

1121011111011320010100110110111111011100111?02101110101001110112111101001112001

2011101110111011100111001?1211201211111111110011011110101111122[0 

1]111111111111110111100011211111111?111?2111111110-

0101101110001111101111221111211012111111001101 

Bolyeriidae 

1121011011011320010100110110101111011100111?02120010101101110112111101001112011

201110001011??110001110012121120111110111111001101211010111----

1111111101111110111100011211111111?111?2111110110-010110111000111111111120[0 

1]1112110121[0 1]1111001101 

Acrochordidae 

1121011110111310011211111200111111011110?11?02121110101001110112011111102112001

???010111011101110011100101201?1-21111111111[0 1]01101211010[0 1]11----

1111111111??1110111100011110111001?111?2111110110-

110110110000011010?1111210?1211012111111011101 

Basal_Colubroides  

112101101[0 1][0 1]113110112111[0 1]0[0 2][0 1][0 1]111111[0 1]01100111?021[0 1 2][0 

1]1101010011101020111[0 1]1102113001211110111011[0 1][0 1]1[0 1]0001110[0 1]101211-1-



211111110110[0 1]1101211010111----1111111111??1110111100011211111111?111?21110-

1110-1101101100001111101110221101211012111011001111 

Coniophis 

111?1?????????????????????????????????????????0???????????????????????????????????????

??????????????????????????????0001201?10[0 

1]01??10?????????????????????1??0????????????????????0???????????????????????????11???

?1?10??????????????0100100? 

Parviraptor_estesi 

112?1?1??????????????????????????????????????10101???????????????????????????????????

?????????????????????????????????????????????????????????????????????1??0?????????????

????11??012???0-??????????????????????????????????????????????????? 

Portugalophis_lignites 

112?1?1??????????????????????????????????????10101???????????????????????????????????

???????????????????????0?????????????????????????????????????????????1??00????????????

????11?0012???0-1??????????????????101??0??0??????????????????????? 

Diablophis_gilmorei 

112?1????????????????????????????????????????1??01????????????????????????????????????

??????????????????????0????????1000?0?001????10?????????????????????1??0?????????????

????1???012???0-???????????????????101??0??0????????????????000110? 

Eophis_woodwardi 

1???1?????????????????????????????????????????????????????????????????????????????????

???????????????????1??0?????????????????????????????????????????????1?????????????????

??????????????????????????????????101?00??0??????????????????????? 

 

aff.Parviraptorestesi 

??????????????????????0???????0??0????????????????????????????????????????????????????

???????????????????????????????1000?0?001????10????????????????1?????????????????????

????????????????????????????????????????????????????????????000?10? 

; 
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